kpp Serial # 09/669 ^V^n^SST^ Exhibit C 

. turner et aL >T3} fi LEX-0O68-USA 
Pclvnucleottdea^EncoWTig HumaKGalaoin Family Proteins (As Amended) 




Query= SEQ ID NO:l 

(426 letters) 

Score E 

Sequences producing significant alignments: (bits) Va ue 

299 7e-79 

AC024580. 6. 1.193609 

>AC024580. 6. 1.193609 

Length = 193609 

Score = 299 bits (151), Expect = 7e-79 
Identities = 151/151 (100%) 
Strand = Plus / Plus 

Query: 220 2 /; 8545 

Sbjct: 178486 gggiiccccUcicccaccc^^ 178545 

Quer , 280 tt ™^^ "L 

Sbjct: 178546 UiccigagiiigUagiaLgccaggaaacacagaagagagacaccgacaggagagggg 178605 
Query ■ 340 gaacaaggaagtggcaggcagagcttagagg 370 

Q Y IIMIIIIIIIIIIIIMIIIIIIIIlim 17863 , 

Sbjct: 178606 gaacaaggaagtggcaggcagagcttagagg 178bib 



Score = 174 bits (88), Expect = 3e-41 
Identities = 88/88 (100%) 
Strand = Plus / Plus 

Query 1 atggctcctccctccgtccccctggtcctcctcctcgtcctcttgctga^ 60 

Query. a y I I I I I I I II I I I I I I I M N II I .„_._ 

Sbjct: 172458 liggiiccicccicc^ 172517 

Ouerv 61 actccagcatccgcacctgcccaccggg 88 

Q ^' iiiiiiiiiiiiiiiiiiiiiiiiiiii 172545 

Sbjct: 172518 actccagcatccgcacctgcccaccggg l/^b4S 



Score = 163 bits (82), Expect = le-37 
Identities = 82/82 (100%) 
Strand = Plus / Plus 

Ouerv 136 gtcctccaccttccccaaatgggtgaccaagacggaaagagggagacagcccttgagatc 195 

Q UMy ' M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 1 1 1 M I [ 1 1 lliiili ' ' ' 



Sbjct: 177520 gtcctccaccttcccc 



aaatgggtgaccaagacggaaagagggagacagcccttgagatc 177579 



Query: 196 ctagacctgtggaaggccatcg 217 
Sbjct: 177580 ctagacctgtggaaggccatcg 177601 



Score = 113 bits (57), Expect = 9e-23 
Identities = 57/57 (100%) 
Strand = Plus / Plus 



Query: 370 gatctgggcatgctcagcatgaaaattcccaaggaggaagatgtcctgaagtcata^ 426 
Sbjct: 180563 giiiUggciigcUigciigiiiiiiiicaaggaggaagatgtcctgaagtcatag 180619 

Score = 99.6 bits (50), Expect = le-18 
Identities = 50/50 (100%) 
Strand = Plus / Plus 

Query: 87 gggacgaggaggctggaccctcaatagtgctggctaccttctgggtc 136 

Sbjct: 175934 gggiigigliggitggaccctcaatagtgctggctaccttctgggtcccg 175983 



